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Summary

Female mammalian cells silence one of their two X
chromosomes, resulting in equal expression levels of X-
encoded genes in female XX and male XY cells. In mice, the X
chromosomes in female cells go through sequential steps of
inactivation and reactivation. Depending on the
developmental time window, imprinted or random X
chromosome inactivation (XClI) is initiated, and both processes
lead to an inactive X chromosome that is clonally inherited.
Here, we review new insights into the life cycle of XCl and
provide an overview of the mechanisms regulating X
inactivation and reactivation.
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Introduction

The evolution of the sex chromosomes in placental mammals is
associated with potential gene dosage differences at a
chromosomal level between female (XX) and male (XY) cells.
Thus, to equalize X-encoded gene expression, female somatic
cells transcriptionally silence one of the two X chromosomes in
a process named X chromosome inactivation (XCI), which leads
to mono-allelic expression of most X-linked genes. In mice, two
forms of XCI exist. Imprinted XCI of the paternally inherited X
chromosome (Xp) is initiated in the female cleavage-stage
embryo and is maintained in extra-embryonic tissue and its
derivatives (Takagi and Sasaki, 1975). The Xp is reactivated in
the inner cell mass (ICM) of the developing female embryo
(Mak et al., 2004). Then, shortly after implantation, a second
round of XCI is initiated in the embryo proper, which is random
with respect to the parental origin of the future inactive X
chromosome (Xi) (Lyon, 1961). Random inactivation is also
observed in female mouse embryonic stem (ES) cells, which are
generated from the ICM, when these ES cells are induced to
differentiate. Although random XCI is a very stable form of
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epigenetic gene silencing, it is reversed in primordial germ cells
(PGCs) of the female germline (Monk and McLaren, 1981;
Sugimoto and Abe, 2007; Tam et al., 1994).

The mouse has served as an important model with which to
study XCI. However, there are indications that the life cycle of XCI
shows differences between mammalian species. For example,
imprinted XCI is present in mouse and marsupials but has yet to be
confirmed in other mammalian species (Okamoto et al., 2011).
Also, most human pluripotent stem cells represent a post-XCI state.
Variations in XCI between species might be related to the different
growth requirements of their early embryos, which are associated
with differences in the expression of regulatory factors, and point
to a delicate inter-relationship between XCI, pluripotency and
differentiation.

The X inactivation center: cis-acting elements in
random XCI

In mouse, two non-coding X-linked genes play a crucial role in
random XCI. Both genes, Xist and T¥ix, are located within the X
inactivation center (XIC), a region genetically determined to be
required for XCI. Xist encodes a spliced and poly-adenylated 17
kb-long RNA (Borsani et al., 1991; Brockdorff et al., 1991; Brown
et al., 1991). Xist transcription is mono-allelically upregulated at
the onset of XCI, and the non-coding Xist RNA associates with the
future Xi in cis (Brown et al., 1992). This coating of the X is
followed by exclusion of the transcription machinery and
recruitment of chromatin remodeling complexes (Chaumeil et al.,
2006). Tsix fully overlaps with Xist but is transcribed in the
antisense direction and it is involved in suppression of Xist on the
active X chromosome (Xa) (Lee et al., 1999). A third gene, Xite, is
also transcribed into a non-coding RNA and acts to enhance 75ix
expression (Ogawa and Lee, 2003). Studies of Xist, T5ix and Xite
knockout alleles have indicated that Xist RNA is required for XCI
to occur in cis and that all three genes play an important role in
determining which X chromosome will be inactivated (Lee and Lu,
1999; Ogawa and Lee, 2003; Penny et al., 1996; Marahrens et al.,
1997). Female cells with a heterozygous deletion of a region
spanning all three genes always initiate XCI on the wild-type
chromosome (Monkhorst et al., 2008). This finding demonstrates
that the combination of Xisz, Tsix and Xite acts as a cis-acting
master-switch locus that is not involved in determining the number
of X chromosomes silenced, and also indicates that this counting
process is regulated by other factors that are encoded by genes
located elsewhere in the genome.

Counting the X chromosomes and initiation of
random XCI

How does a cell ‘count’ the number of X chromosomes present in
the nucleus? Studies of women with supernumerary X
chromosomes (such as 47, XXX or 48 XXXX), Klinefelter
(47,XXY) men, and tetraploid fetuses, have indicated that all X
chromosomes except one are inactivated per diploid genome
(Grumbach et al., 1963). Interestingly, a clear correlation was found
between the number of X chromosomes present in a nucleus and
the probability of XCI being initiated at a given step of
differentiation (Monkhorst et al., 2009). This suggested the
presence of dose-dependent X-encoded activators, predicted to be
counteracted by autosomally encoded inhibitors of XCI. XCI
activators activate Xist and/or repress 7six, whereas XCI inhibitors
repress Xist and/or activate Tsix. The sum of the XCl-inhibitor
activity provides a threshold that has to be overcome by the total
XCl-activator activity to allow spreading of Xist RNA in cis. In the

epiblast of the female developing embryo, or in differentiating
female ES cells, the presence of two active X chromosomes
ensures that the concentration of the X-encoded activators is
sufficient to initiate XCI. Stochastic initiation together with a
robust feedback mechanism could be sufficient to regulate XCI
(Monkhorst et al., 2008). From earlier investigations, at least two
other mechanisms have been proposed to accommodate a mutually
exclusive choice process. First, in the alternate states model, both
X chromosomes could harbor epigenetic marks in a random
fashion that are read out as opposite marks at the start of XCI
(Mlynarczyk-Evans et al., 2006). Second, it has been indicated that
both X chromosomes might come into close proximity at the onset
of random XCI, leading to the pairing model (Bacher et al., 2006;
Masui et al., 2011; Xu et al., 2006). Direct interaction between X
chromosomes is thought to be initiated through an X-pairing region
(Xpr) located distal to Xist, followed by cross-talk between the Xist
and Tsix alleles through an as yet unknown mechanism resulting in
a mutual choice (Augui et al., 2007).

XClI activators

Until now, the genes Rnf12 (also known as Rlim), Jpx (also known
as Enox) and Ftx, which are all located in close proximity distal to
Xist, have been identified to encode trans-acting activators of XCI.
Additional transgenic copies of Rnf12, which encodes the E3
ubiquitin ligase RNF12, induce initiation of XCI on the single X in
male cells and force initiation of XCI on both X chromosomes in
a high percentage of transgenic female cells (Jonkers et al., 2009).
Rnf12 is transiently upregulated during ES cell differentiation, and
genetic studies have indicated that Rnf72 mainly regulates Xist
(Barakat et al., 2011). This is probably an indirect action involving
another protein (or proteins) that is a target of RNF12. Two
independent studies confirmed that the frequency of initiation of
random XCI is reduced in Rnf12""~ and Rnf127~ ES cells (Barakat
et al., 2011; Shin et al., 2010). In one of these studies, Rnf]Z’/’ ES
cells totally failed to activate random XClI, indicating that RNF12
is an important activator of XCI, but probably not the only one, as
female Rnf12""~ cells still initiate random XCI (in contrast to male
cells).

Two potential additional candidate genes involved in XCI
activation are the non-coding genes Jpx and Ftx. Both genes are
upregulated on both X chromosomes upon differentiation of ES
cells and partially escape X inactivation. Knockout studies suggest
that Jpx is required for XCI and activates Xist in trans, although a
cis-based role cannot be excluded (Tian et al., 2011). The other
non-coding gene, Ftx, is probably involved in the same or a
complementary mechanism, as Fx deletion impairs Xist expression
and the expression of other genes located in close proximity to Ftx,
including Jpx, in male cells (Chureau et al., 2011). Thus far, both
Jpx and Fitx transgenes, when located elsewhere in the genome,
failed to induce ectopic XCI in male and female cells (Jonkers et
al., 2009). Therefore, it is likely that X-linked Fzx and Jpx
predominantly activate Xist in cis, possibly by generating a
transcriptionally active environment that spans Xist and other
flanking genes.

XClI inhibitors

Most of the identified inhibitors of XCI appear to be factors that
are also involved in maintaining ES cell homeostasis and that are
downregulated upon ES cell differentiation (Boyer et al., 2006).
This links repression of XCI to the activities of pluripotency factors
and the pluripotent state of a cell, as was first proposed more than
30 years ago (Monk and Harper, 1979). The pluripotency factors
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repress XCI either by stimulating expression of Tsix or by
repressing Xist expression (Navarro et al., 2008; Navarro et al.,
2010). The latter can be direct or indirect through repression of
activators of Xist. The pluripotency factors OCT4 (also known as
POUSF1), SOX2 and REXI1 (also known as ZFP42), the
reprogramming factors KLF4 and cMYC, and the ubiquitously
expressed factors CTCF and YY1 all activate Zsix by binding either
to the Tsix promoter or to the 7six enhancers Xite and the Dxpas34
region (Donohoe et al., 2009; Donohoe et al., 2007; Navarro et al.,
2010).

Direct suppression of Xist by pluripotency factors in ES cells has
been proposed to involve recruitment of NANOG, OCT4 and
SOX2 to a region in Xist intron 1 (Navarro et al., 2008). In support
of this, forced downregulation of Nanog, Oct4 and Sox2 gene
expression was found to be accompanied by Xist accumulation in
male cells (Navarro et al., 2008). However, deletion of the
complete pluripotency factor binding site in Xist intron 1 did not
result in Xist accumulation in undifferentiated female ES cells
(Barakat et al., 2011). Also, abrogation of 7six expression alone
was found to be insufficient for Xist upregulation in
undifferentiated cells (Clerc and Avner, 1998). By contrast, the
combined removal of both the intron 1 region and the 7six major
transcriptional start site resulted in a loss of Xist repression of
autosomally integrated transgenes, covering Xist and 7T5ix, in
undifferentiated cells (Nesterova et al., 2011). Although these
results have to be verified by removal of both regions from the
endogenous locus, they do suggest that redundant mechanisms are
in place to repress Xist. Downregulation of XCl-activator genes
might also be crucial for repression of Xist in the ICM. In
accordance with this, overexpression of RNF12 in undifferentiated
female ES cells was found to result in activation of XCI,
suggesting that the XClI-activator concentration might be a key
limiting factor for Xist upregulation (Jonkers et al., 2009). This
finding also suggests that XCl-activator genes might be repressed
by pluripotency factors. Indeed, genome-wide mapping of
pluripotency factor binding has shown that NANOG, OCT4,
SOX2, DAXI1 (also known as NROB1) and REX1, all bind to the
Rnf12 upstream promoter region (Kim et al., 2008), and recent
studies indicate that Rnf12 expression is negatively regulated by
Nanog expression (Barakat et al., 2011; Navarro et al., 2011).

The identification of XCI activators and XCI inhibitors
highlights that the network regulating random XCI involves
intricate relationships between multiple factors that often act in a
dose-dependent manner on various target genes. Downregulation
of most autosomally encoded XCI inhibitors occurs in both male
and female differentiating ES cells, but only the female cells will
initiate random XCI owing to a higher level of expression of X-
linked XCl-activator genes.

Imprinted XCI

In the female mouse pre-implantation embryo, XCI is imprinted
and this leads to exclusive inactivation of the paternally inherited
X chromosome (Xp). Although the Xp has been reported to be
inherited in a partially inactive state (Huynh and Lee, 2003), other
evidence suggests that both X chromosomes are active in female
embryos after zygotic genome activation followed by initiation of
imprinted XCI at the 4- to 8-cell stage (Okamoto et al., 2005;
Okamoto et al., 2004). It is likely that parental-specific epigenetic
modifications, which are set during gametogenesis, regulate
imprinted XCI, and these modifications probably involve an
imprint that represses Xist on the maternally inherited X
chromosome (Xm). This hypothesis is supported by transgene

studies, which indicate that all the epigenetic information required
for imprinted XCI is located within a 220 kb region that includes
Xist and Tsix (Okamoto et al., 2005).

The molecular mechanisms used by placental mammals to
silence an X chromosome in imprinted XCI versus random XCI
might partly overlap, with both processes requiring Xist. By
contrast, in the imprinted XCI process, repression of Xist on the
Xm is independent of 75ix, and might involve OCT4- and SOX2-
mediated repression of Xist in the pre-implantation embryo, and
possibly other factors in extra-embryonic tissues. Tsix-mediated
repression of Xist only starts to play an important role on the Xm
later in embryonic development, around the morula stage. This can
be concluded from the observation that a maternally inherited 75ix-
null allele is embryonic lethal owing to aberrant initiation of XCI
on the Xm (Lee, 2000; Sado et al., 2001).

A recent study revealed an important role for RNF12 in
imprinted XCI, in addition to its role in random XCI. A maternally
transmitted Rnf12 knockout allele caused embryonic lethality only
in female offspring, owing to defects in the development of extra-
embryonic tissues (Shin et al., 2010). Female ARnf12/+ embryos
with the deletion on the Xm failed to initiate imprinted XCI on the
wild-type Xp at the early cleavage stage. Based on this finding, the
maternal storage of RNF12 protein in the oocyte was suggested to
play an important role in imprinted XCI (Shin et al., 2010).
However, continuous expression of the Rnf12 gene in the early
embryo might also be required for activation of Xist expression.
For random XCI, it was observed that heterozygous ARnf12/+
female ES cells and mice show skewed inactivation of one X
chromosome towards the mutated X (Jonkers et al., 2009; Shin et
al., 2010). This suggests that ongoing de novo synthesis of RNF12
might be required for persistent expression of Xist both for
imprinted and random XCI.

Reactivation of the Xi

The tight connection between the pluripotency factor network and
suppression of XCI provides a mechanism for proper
developmental timing of random XCI in the early female embryo,
but might also be instrumental in the observed reactivation of the
Xi in the ICM and in PGCs. In female mouse embryos, imprinted
XCI of the Xp is reversed in the late blastocyst at embryonic day
(E) 4.5 of development. From the late morula stage onwards,
Nanog is expressed, and only ICM cells with prolonged Nanog
expression show reactivation of the Xi (Silva et al., 2009).
Interestingly, Xist repression in the ICM might be required for
reactivation of the X, but it is not sufficient. This is illustrated by
studies involving NANOG overexpression in the ICM, which
results in repression of Xist at an earlier stage of development, but
does not lead to accelerated X reactivation (Williams et al., 2011).
This finding indicates that upregulation of Nanog expression,
possibly in conjunction with downregulation of XCI activators, is
involved in Xist shutdown, but also that at least one additional
mechanism is involved in the reactivation process.

A second wave of Xi reactivation is initiated in developing
female germ cells. PGCs arise in the epiblast at ~E7.5 and
subsequently migrate through the hindgut to reach the genital ridge
at E11.5. In the mouse embryo, XCI is random in the epiblast cells
that give rise to the PGCs, and reactivation of the Xi occurs during
migration or around the time PGCs enter the genital ridge (Chuva
de Sousa Lopes et al., 2008; de Napoles et al., 2007; Sugimoto and
Abe, 2007). Reactivation of the randomly inactivated Xi in PGCs
seems to require a longer time window than resetting of imprinted
XCI in the ICM, which might reflect differences in the composition
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of the Xi heterochromatin formed during the random XCI and
imprinted XCI processes. OCT4, SOX2, NANOG and REXI1 are
highly expressed in PGCs and are therefore candidate factors
involved in the direct repression of Xist in the germline cells,
possibly supported by a low level of expression of XCI activators,
including RNF12 (Mise et al., 2008).

Reactivation of the Xi can also be artificially induced during
formation of induced pluripotent stem (iPS) cells (Maherali et al.,
2007) or by fusion of somatic cells with embryonic carcinoma (EC)
cells (Takagi et al., 1983). Neither forced expression of Oct4, Sox2,
Kif4 and cMyc to generate iPS cells, nor expression of EC-specific
pluripotency genes in hybrid cells, is sufficient to reactivate the Xi
instantly (Do et al., 2007; Mabherali et al., 2007). In both cases,
reactivation of an X-linked GFP reporter gene on the Xi occurs late
during the reprogramming process, probably because several layers
of epigenetic silencing mechanisms have to be erased in
conjunction with a shutdown of the Xist promoter. Epiblast stem
cells (EpiSCs) are post-XCI pluripotent stem cells isolated from the
epiblast of an ES.5 embryo (Brons et al., 2007; Tesar et al., 2007).
Reprogramming of EpiSCs into ES cells by sustained culture in the
presence of LIF, or by forced expression of Kif2, KIf4 and Nrja,
also leads to reactivation of the Xi (Bao et al., 2009; Guo and
Smith, 2010; Guo et al., 2009). Furthermore, the Xi is reactivated
in embryos obtained through somatic cell nuclear transfer (SCNT)
(Eggan et al., 2000). Extra-embryonic tissues of cloned female
embryos obtained through SCNT retain the Xi that was also
inactive in the donor cell, which suggests that the information
required for proper imprinted XCI might be reminiscent of the
epigenetic marks acquired during random XCI.

Perspectives

Recent advances in XCI research have indicated that XCI
activators and XCI inhibitors play crucial roles in counting and
initiation leading to random XCI. Although several of the factors
involved in random XCI have been identified, it is likely that still
more genes will prove to encode factors implicated in the
regulation of random XCI. In fact, the identification of more
regulatory factors is expected, in view of the supposition that
regulatory pathways gain stability with a higher number of
interlinked interactions. One of the key questions to be answered
is how each of the different factors contributes to regulation of the
XCI process. Several pluripotency factors regulate each other’s
expression and even regulate expression of activators of XCI.
Hence, future studies will be complicated and challenging.
Although a clear link with random XCI has been established for
several factors, for many of them it remains to be determined
whether a given factor also regulates either imprinted XCI or
reactivation of the Xi, or both. In vivo and ex vivo models will be
required to answer most of these questions, adding a level of
technical complication, but advances are being made. We anticipate
that future studies will shed more light on the complex network of
factors regulating XCI.

Acknowledgements

We would like to thank J. Anton Grootegoed for his contribution to preparation
of the manuscript. We would also like to apologize to colleagues whose work
could not be cited owing to space limitations.

Funding
This work was supported by The Netherlands Organisation for Scientific Research
(NWO)-TOP, NWO-Vici and European Research Council (ERC) starting grants.

Competing interests statement
The authors declare no competing financial interests.

Development at a Glance
A high-resolution version of the poster is available for downloading in the online
version of this article at http://dev.biologists.org/content/139/12/2085 .full.

References

Augui, S., Filion, G. J., Huart, S., Nora, E., Guggiari, M., Maresca, M.,
Stewart, A. F. and Heard, E. (2007). Sensing X chromosome pairs before X
inactivation via a novel X-pairing region of the Xic. Science 318, 1632-1636.

Bacher, C. P, Guggiari, M., Brors, B., Augui, S., Clerc, P, Avner, P, Eils, R. and
Heard, E. (2006). Transient colocalization of X-inactivation centres accompanies
the initiation of X inactivation. Nat. Cell Biol. 8, 293-299.

Bao, S., Tang, F, Li, X., Hayashi, K., Gillich, A., Lao, K. and Surani, M. A.
(2009). Epigenetic reversion of post-implantation epiblast to pluripotent
embryonic stem cells. Nature 461, 1292-1295.

Barakat, T. S., Gunhanlar, N., Pardo, C. G., Achame, E. M., Ghazvini, M.,
Boers, R., Kenter, A., Rentmeester, E., Grootegoed, J. A. and Gribnau, J.
(2011). RNF12 activates Xist and is essential for X chromosome inactivation.
PLoS Genet. 7, €1002001.

Borsani, G., Tonlorenzi, R., Simmler, M. C., Dandolo, L., Arnaud, D., Capra,
V., Grompe, M., Pizzuti, A., Muzny, D., Lawrence, C. et al. (1991).
Characterization of a murine gene expressed from the inactive X chromosome.
Nature 351, 325-329.

Boyer, L. A., Plath, K., Zeitlinger, J., Brambrink, T., Medeiros, L. A., Lee, T. I.,
Levine, S. S., Wernig, M., Tajonar, A., Ray, M. K. et al. (2006). Polycomb
complexes repress developmental regulators in murine embryonic stem cells.
Nature 441, 349-353.

Brockdorff, N., Ashworth, A., Kay, G. F, Cooper, P, Smith, S., McCabe, V. M.,
Norris, D. P, Penny, G. D., Patel, D. and Rastan, S. (1991). Conservation of
position and exclusive expression of mouse Xist from the inactive X
chromosome. Nature 351, 329-331.

Brons, I. G., Smithers, L. E., Trotter, M. W., Rugg-Gunn, P, Sun, B., Chuva de
Sousa Lopes, S. M., Howlett, S. K., Clarkson, A., Ahrlund-Richter, L.,
Pedersen, R. A. et al. (2007). Derivation of pluripotent epiblast stem cells from
mammalian embryos. Nature 448, 191-195.

Brown, C. J., Ballabio, A., Rupert, J. L., Lafreniere, R. G., Grompe, M.,
Tonlorenzi, R. and Willard, H. F. (1991). A gene from the region of the human
X inactivation centre is expressed exclusively from the inactive X chromosome.
Nature 349, 38-44.

Brown, C. J., Hendrich, B. D., Rupert, J. L., Lafreniere, R. G., Xing, Y.,
Lawrence, J. and Willard, H. F. (1992). The human XIST gene: analysis of a 17
kb inactive X-specific RNA that contains conserved repeats and is highly localized
within the nucleus. Cell 71, 527-542.

Chaumeil, J., Le Baccon, P, Wutz, A. and Heard, E. (2006). A novel role for Xist
RNA in the formation of a repressive nuclear compartment into which genes are
recruited when silenced. Genes Dev. 20, 2223-2237.

Chureau, C., Chantalat, S., Romito, A., Galvani, A., Duret, L., Avner, P. and
Rougeulle, C. (2011). Ftx is a non-coding RNA which affects Xist expression and
chromatin structure within the X-inactivation center region. Hum. Mol. Genet.
20, 705-718.

Chuva de Sousa Lopes, S. M., Hayashi, K., Shovlin, T. C., Mifsud, W., Surani,
M. A. and McLaren, A. (2008). X chromosome activity in mouse XX primordial
germ cells. PLoS Genet. 4, e30.

Clerc, P. and Avner, P. (1998). Role of the region 3’ to Xist exon 6 in the counting
process of X-chromosome inactivation. Nat. Genet. 19, 249-253.

de Napoles, M., Nesterova, T. and Brockdorff, N. (2007). Early loss of Xist RNA
expression and inactive X chromosome associated chromatin modification in
developing primordial germ cells. PLoS ONE 2, e860.

Do, J. T., Han, D. W., Gentile, L., Sobek-Klocke, I., Stehling, M., Lee, H. T. and
Scholer, H. R. (2007). Erasure of cellular memory by fusion with pluripotent
cells. Stem Cells 25, 1013-1020.

Donohoe, M. E., Zhang, L. ., Xu, N., Shi, Y. and Lee, J. T. (2007). Identification
of a Ctcf cofactor, Yy1, for the X chromosome binary switch. Mol. Cell 25, 43-
56.

Donohoe, M. E., Silva, S. S., Pinter, S. F,, Xu, N. and Lee, J. T. (2009). The
pluripotency factor Oct4 interacts with Ctcf and also controls X-chromosome
pairing and counting. Nature 460, 128-132.

Eggan, K., Akutsu, H., Hochedlinger, K., Rideout, W., 3rd, Yanagimachi, R.
and Jaenisch, R. (2000). X-Chromosome inactivation in cloned mouse embryos.
Science 290, 1578-1581.

Grumbach, M. M., Morishima, A. and Taylor, J. H. (1963). Human sex
chromosome abnormalities in relation to DNA replication and
heterochromatinization. Proc. Natl. Acad. Sci. USA 49, 581-589.

Guo, G. and Smith, A. (2010). A genome-wide screen in EpiSCs identifies Nr5a
nuclear receptors as potent inducers of ground state pluripotency. Development
137, 3185-3192.

Guo, G., Yang, J., Nichols, J., Hall, J. S., Eyres, I., Mansfield, W. and Smith, A.
(2009). KIf4 reverts developmentally programmed restriction of ground state
pluripotency. Development 136, 1063-1069.

Huynh, K. D. and Lee, J. T. (2003). Inheritance of a pre-inactivated paternal X
chromosome in early mouse embryos. Nature 426, 857-862.



Development 139 (12)

DEVELOPMENT AT A GLANCE 2089

Jonkers, I., Barakat, T. S., Achame, E. M., Monkhorst, K., Kenter, A.,
Rentmeester, E., Grosveld, F., Grootegoed, J. A. and Gribnau, J. (2009).
RNF12 is an X-Encoded dose-dependent activator of X chromosome
inactivation. Cell 139, 999-1011.

Kim, J., Chu, J., Shen, X., Wang, J. and Orkin, S. H. (2008). An extended
transcriptional network for pluripotency of embryonic stem cells. Cell 132, 1049-
1061.

Lee, J. T. (2000). Disruption of imprinted X inactivation by parent-of-origin effects
at Tsix. Cell 103, 17-27.

Lee, J. T. and Lu, N. (1999). Targeted mutagenesis of Tsix leads to nonrandom X
inactivation. Cell 99, 47-57.

Lee, J. T., Davidow, L. S. and Warshawsky, D. (1999). Tsix, a gene antisense to
Xist at the X-inactivation centre. Nat. Genet. 21, 400-404.

Lyon, M. F. (1961). Gene action in the X-chromosome of the mouse (Mus
musculus L.). Nature 190, 372-373.

Maherali, N., Sridharan, R., Xie, W., Utikal, J., Eminli, S., Arnold, K.,
Stadtfeld, M., Yachechko, R., Tchieu, J., Jaenisch, R. et al. (2007). Directly
reprogrammed fibroblasts show global epigenetic remodeling and widespread
tissue contribution. Cell Stem Cell 1, 55-70.

Mak, W., Nesterova, T. B., de Napoles, M., Appanah, R., Yamanaka, S., Otte,
A. P. and Brockdorff, N. (2004). Reactivation of the paternal X chromosome in
early mouse embryos. Science 303, 666-669.

Marahrens, Y., Panning, B., Dausman, J., Strauss, W. and Jaenisch, R. (1997).
Xist-deficient mice are defective in dosage compensation but not
spermatogenesis. Genes Dev. 11, 156-166.

Masui, O., Bonnet, I., Le Baccon, P, Brito, I., Pollex, T., Murphy, N., Hupe, P,
Barillot, E., Belmont, A. S. and Heard, E. (2011). Live-cell chromosome
dynamics and outcome of X chromosome pairing events during ES cell
differentiation. Cell 145, 447-458.

Mise, N., Fuchikami, T., Sugimoto, M., Kobayakawa, S., lke, F, Ogawa, T.,
Tada, T., Kanaya, S., Noce, T. and Abe, K. (2008). Differences and similarities
in the developmental status of embryo-derived stem cells and primordial germ
cells revealed by global expression profiling. Genes Cells 13, 863-877.

Mlynarczyk-Evans, S., Royce-Tolland, M., Alexander, M. K., Andersen, A. A.,
Kalantry, S., Gribnau, J. and Panning, B. (2006). X chromosomes alternate
between two states prior to random X-inactivation. PLoS Biol. 4, e159.

Monk, M. and Harper, M. I. (1979). Sequential X chromosome inactivation
coupled with cellular differentiation in early mouse embryos. Nature 281, 311-
313.

Monk, M. and McLaren, A. (1981). X-chromosome activity in foetal germ cells of
the mouse. J. Embryol. Exp. Morphol. 63, 75-84.

Monkhorst, K., Jonkers, I., Rentmeester, E., Grosveld, F. and Gribnau, J.
(2008). X inactivation counting and choice is a stochastic process: evidence for
involvement of an X-linked activator. Cell 132, 410-421.

Monkhorst, K., de Hoon, B., Jonkers, I., Mulugeta Achame, E., Monkhorst,
W., Hoogerbrugge, J., Rentmeester, E., Westerhoff, H. V., Grosveld, F.,
Grootegoed, J. A. et al. (2009). The probability to initiate X chromosome
inactivation is determined by the X to autosomal ratio and X chromosome
specific allelic properties. PLoS ONE 4, e5616.

Navarro, P., Chambers, I., Karwacki-Neisius, V., Chureau, C., Morey, C.,
Rougeulle, C. and Avner, P. (2008). Molecular coupling of Xist regulation and
pluripotency. Science 321, 1693-1695.

Navarro, P, Oldfield, A., Legoupi, J., Festuccia, N., Dubois, A., Attia, M.,
Schoorlemmer, J., Rougeulle, C., Chambers, I. and Avner, P. (2010).
Molecular coupling of Tsix regulation and pluripotency. Nature 468, 457-460.

Navarro, P, Moffat, M., Mullin, N. P. and Chambers, 1. (2011). The X-
inactivation trans-activator Rnf12 is negatively regulated by pluripotency factors
in embryonic stem cells. Hum. Genet. 130, 255-264.

Nesterova, T. B., Senner, C. E., Schneider, J., Alcayna-Stevens, T.,
Tattermusch, A., Hemberger, M. and Brockdorff, N. (2011). Pluripotency
factor binding and Tsix expression act synergistically to repress Xist in
undifferentiated embryonic stem cells. Epigenetics & Chromatin 4, 17.

Ogawa, Y. and Lee, J. T. (2003). Xite, X-inactivation intergenic transcription
elements that regulate the probability of choice. Mol. Cell 11, 731-743.

Okamoto, I., Otte, A. P, Allis, C. D., Reinberg, D. and Heard, E. (2004).
Epigenetic dynamics of imprinted X inactivation during early mouse
development. Science 303, 644-649.

Okamoto, I., Arnaud, D., Le Baccon, P, Otte, A. P, Disteche, C. M., Avner, P.
and Heard, E. (2005). Evidence for de novo imprinted X-chromosome
inactivation independent of meiotic inactivation in mice. Nature 438, 369-373.

Okamoto, I., Patrat, C., Thepot, D., Peynot, N., Fauque, P, Daniel, N.,
Diabangouaya, P, Wolf, J. P, Renard, J. P,, Duranthon, V. et al. (2011).
Eutherian mammals use diverse strategies to initiate X-chromosome inactivation
during development. Nature 472, 370-374.

Penny, G. D., Kay, G. F, Sheardown, S. A., Rastan, S. and Brockdorff, N. (1996).
Requirement for Xist in X chromosome inactivation. Nature 379, 131-137.

Sado, T., Wang, Z., Sasaki, H. and Li, E. (2001). Regulation of imprinted X-
chromosome inactivation in mice by Tsix. Development 128, 1275-1286.

Shin, J., Bossenz, M., Chung, Y., Ma, H., Byron, M., Taniguchi-Ishigaki, N.,
Zhu, X., Jiao, B., Hall, L. L., Green, M. R. et al. (2010). Maternal Rnf12/RLIM is
required for imprinted X-chromosome inactivation in mice. Nature 467, 977-
981.

Silva, J., Nichols, J., Theunissen, T. W., Guo, G., van Oosten, A. L.,
Barrandon, O., Wray, J., Yamanaka, S., Chambers, . and Smith, A. (2009).
Nanog is the gateway to the pluripotent ground state. Cell 138, 722-737.

Sugimoto, M. and Abe, K. (2007). X chromosome reactivation initiates in
nascent primordial germ cells in mice. PLoS Genet. 3, e116.

Takagi, N. and Sasaki, M. (1975). Preferential inactivation of the paternally
derived X chromosome in the extraembryonic membranes of the mouse. Nature
256, 640-642.

Takagi, N., Yoshida, M. A., Sugawara, O. and Sasaki, M. (1983). Reversal of X-
inactivation in female mouse somatic cells hybridized with murine
teratocarcinoma stem cells in vitro. Cell 34, 1053-1062.

Tam, P. P, Zhou, S. X. and Tan, S. S. (1994). X-chromosome activity of the mouse
primordial germ cells revealed by the expression of an X-linked lacZ transgene.
Development 120, 2925-2932.

Tesar, P. J., Chenoweth, J. G., Brook, F. A., Davies, T. J., Evans, E. P, Mack, D.
L., Gardner, R. L. and McKay, R. D. (2007). New cell lines from mouse
epiblast share defining features with human embryonic stem cells. Nature 448,
196-199.

Tian, D., Sun, S. and Lee, J. T. (2011). The long noncoding RNA, Jpx, is a
molecular switch for X chromosome inactivation. Cell 143, 390-403.

Williams, L. H., Kalantry, S., Starmer, J. and Magnuson, T. (2011).
Transcription precedes loss of Xist coating and depletion of H3K27me3 during
X-chromosome reprogramming in the mouse inner cell mass. Development 138,
2049-2057.

Xu, N., Tsai, C. L. and Lee, J. T. (2006). Transient homologous chromosome
pairing marks the onset of X inactivation. Science 311, 1149-1152.

Xue, F, Tian, X. C,, Du, F, Kubota, C., Taneja, M., Dinnyes, A., Dai, Y., Levine,
H., Pereira, L. V. and Yang, X. (2002). Aberrent patterns of X chromosome
inactivation in bovine clones. Nat. Genet. 31, 216-220.



	Summary
	Key words: Tsix, X chromosome inactivation, XCI activator, XCI inhibitor,
	Introduction
	(See poster
	The X inactivation center: cis-acting elements in random XCI
	Counting the X chromosomes and initiation of random XCI
	XCI activators
	XCI inhibitors
	Imprinted XCI
	Reactivation of the Xi
	Perspectives
	References

